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Figure S3.  Steady state analysis of Ura3p-HA-degron proteins in the ltn1∆ mutant 

and the ubr1∆ san1∆ double mutant.  Western blots and quantitation of WT (SM4460), 

ubr1Δ san1Δ (SM5770) strains were performed as described in the Materials and 

Methods.  Stabilization, when it occurs, is modest (< 2-fold). Quantitation was performed 

for three separate experiments, with a representative gel shown here.  Vertical dotted 

lines indicate where separate gels are spliced together. 
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